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Prerequisites

Q An Rstudio biosense account
Q Access to the raw biosense data for your site

QO The name of the database and meaningful use table for
your district

a All of these can be requested with a single email to
= BioSenseProgram(@cdc.gov




BioSense

Public Health Surveillance Through Collaboration

https://biosen.se

20

Save the definition R files to your computer
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Login to Rstudio: https://adm.biosen.se/rstudio

[J] ¥ bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev Phead product tick tick testing >» [ oy

Rstudio

Sign in to RStudio

Username:
ilevy

Password:

Stay signed in

ailitite
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Upload the file

[0 = bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev Phead product tick tick testing >» IT
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Ql- <~ & Project: (None) ~
3] biosense_test.R (3] MERS_data.r Workspace  History
Source onSave = Q / ~ ~#Run %% | ¥ Source ~ % Load~ | [] Save~ | #Import Dataset~ 3 Clear All

15 ¢ LINedte gacapase connecoor

19 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname-DBNAME)

20

21 query.mers_defl <- paste(
22 "SELECT",|

23 columns,

24 "FROM", TABLE,

25 "WHERE",
26 "((chief_complaint REGEXP "MERS'",
27 "AND",
28 "chief_complaint NOT REGEXP '(remmers|remers|submers|Al+zh*. .mers|Emersis|MERSAlimmers)')", Files  Plots
29 "OR", & | New Foldeg . Rename = gk More~
30 "(chief_complaint REGEXP '(COVIcoronavirus)'", 7 [
31 "AND" — iles to server
32 "chief_complaint NOT REGEXP '(cover)')", Saame pidifled
33 "OR", ] .Rprofile 232 bytes  May 14, 2014, 4:53 PM
34 "(chief_complaint REGEXP '(Oman)'", @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
35 "AND" , = R
22:12 B (Top Level) R Script -

@ @7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
Console

VvV VVVVVVVVY
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Upload the file

[0 = bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » fFF
@ File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Qv -~ 2 R Project: (None) ~
] biosense_test.R (] MERS_data.r =[]  Workspace History = ]
|Source on Save = Q /~ ~®Run | %9 | [ #Source v <Load~ | [ Savev | #Import Dataset~ 3 Clear All (&
I8 # (redce gataoase cornmnecoLor
19 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname-DBNAME)
20

21 query.mers_defl <- paste(
22 "SELECT",
23 columns,

24 "FROM", TABLE, Upload Files
25 "WHERE",
26 "((chief_complaint REGEXP 'MERS'", Target directory:
27 "AND", N -
28 “chief_complaint NOT REGEXP '(remmers|remers|submers |/ - Files Plots Packages Help =0
29  "OR", | New Folder | & | Upload @ | Delete | .['Rename 4Gk More~ (&
30 "(chief_complaint REGEXP '(COVIcoronavirus)'", 8 i O 4N Home
31 "AND", Choose File | nofile selected — W
32 "chief_complaint NOT REGEXP '(cover)')", LY SlName Slze el
33 "OR", TIP: To upload multiple files or a directory, create a zip file. ®] .Rprofile 232 bytes May 14, 2014, 4:53 PM
34 "(chief_complaint REGEXP '(Oman)'", The zip file will be automatically expanded after upload. @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
35 "AND" , 3
22:12 | B (Top Level) R e ot =l R
@ @7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
Console -

VVVVVVVVVY
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bbcrl Food Trucks Apple ¥ nytimes Doctor Who News

Tar Heel Times

NC Bball Blog ESPN  Keeping It Heel

repair time machine

Phead Dev Phead product

tick tick testing

»J’T

A

@ File Edit View Project Wa 28 I = I 00 | &= v || [ biosense v (Q jlevy | Sign Out
Ql-| -~ = | FAVORITES Name Date Modified v & Project: (None) ~
() biosense_testR % = ®7 MERS_data.r =1 All My Files r| MERS_definition5.R T =
: [)Source onSave = Q /- # Applications L MERS_deh‘nft?oM.R __# Import Dataset~ =3 Clear All @

I8 # CIeute uuatupuse CONmect ron 5 Deskt r| MERS_definition3.R T
19 con <- dbConnect(dbDriver("MysqL == VeKtOP r| MERS_definition2.R Tod
20 ) Downloads MERS_d nltlonl.R Today, 3:53 PM
21 qu?:r'y.merﬁ_defl <- paste( E}] Documents —_ running_MERS_definitions_in_rstudio To 3.8
22 SEETR r| MERS_data.R
23 columns, DEVICES ¥ saved_queries.sql
24 ‘:FROM",‘ TABLE, u; backup A 4 PlainEnglishMERSDefinitions.docx
25 “WHERF ) ; . Untitled A r| Nikhil_example.R
5? Hib(lglk’nef_complamt REGEXP 'MER| [= Untitle = 7] example3.R '
’ SHARED " BioSense_RStudio_...nar_12.17.2013.ppt
28 "chief_complaint NOT REGEXP '( = o . - - lges  Help =0
29 "OR" L2 All.. | BioSense_Webinar_...7.2013_Hopper.ppt pload | @] Delete [ Rename | { More~ @
30 "(chief_complaint REGEXP '(COV| — BloSen_sg 20- Cre_anng Syndromes.pptx I - -
31 “AND" MEDIA __ R+Training+for+Bi...-+9_7_12-SD.mp4
32 “chief_complaint NOT REGEXP '(i J7 Music = Follow-Up+R+Trai...+11_9_12-SD.mp4 a Size Modified
33 "OR", @3 Photos __ Rintro.ppt No 232 bytes May 14, 2014, 4:53 PM
34 "(chief_complaint REGEXP '(Omal Y ittR 18.9KB May 20, 2014, 3:20 PM
35  "AND". Cancel | | Choose |
747231 )¢4 (Top Level) & —
e I ™ BT MERS_data.r 19 KB May 20, 2014, 3:57 PM

Console

VVVVVVVVVY
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Upload the file

[0 = bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » fFF
@ File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Qv -~ 2 R Project: (None) ~
] biosense_test.R (] MERS_data.r =[]  Workspace History = ]
|Source on Save = Q /~ ~®Run | %9 | [ #Source v <Load~ | [ Savev | #Import Dataset~ 3 Clear All (&
I8 # (redce gataoase cornmnecoLor
19 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname-DBNAME)
20

21 query.mers_defl <- paste(
22 "SELECT",
23 columns,

24 "FROM", TABLE, Upload Files

25 "WHERE",

26 "((chief_complaint REGEXP "MERS'", Target directory:

27  "AND", A Home

28 "chief_complaint NOT REGEXP '(remmers|remers|submers |4 . Files Plots Packages Help =]
29 "OR", File to upload: | New Folder | & | Upload @ | Delete | .['Rename 4Gk More~ (&
30 "(chief_complaint REGEXP '(COVIcoronavirus)'", O n S
31 "AND", Choose File | |r] MERS_definition1.R = i} Fome

32  "chief_complaint NOT REGEXP '(cover)')", _|2 Name Size Modified

R "OR", TIP: To upload multiple files or a directory, create a zip file. #1 .Rprofile 232 bytes May 14, 2014, 4:53 PM
34 "(chief_complaint REGEXP '(Oman)'", The zip file will be automatically expanded after upload. @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
35 "AND", -
22:12 | B (Top Level) + 5 e ot @ R

4&% & @7 MERS_data.r 19 KB May 20, 2014, 3:57 PM

Console -

VVVVVVVVVY
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Open up the file

[J] # bbcrl  Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times  NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev  Phead product tick tick testing » IT
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Ql~| =~ R] Project: (None) ~
3] biosense_test.R (3] MERS_data.r Workspace  History
Source on Save Q /-~ ~®Run | %% | % Source ~ ?Load~ [ Savev | #Import Dataset~ 3 Clear All
18 # LUIredte gatdapase conmnecoLor
19 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname-DBNAME)
20
21 query.mers_defl <- paste(
22 "SELECT",

23 columns,
24 "FROM", TABLE,

25 "WHERE",
26 "((chief_complaint REGEXP "MERS'",
27 "AND",
28 "chief_complaint NOT REGEXP '(remmers|remers|submers|Al+zh*. .mers|Emersis|MERSA|immers)')", Files Plots Packages Help
29  "OR", & INew Folder & | Upload @ | Delete | . Rename = {gF More~
30 "(chief_complaint REGEXP '(COVIcoronavirus)'", 2 Home
31 "AND", - i ifi
32 "chief_complaint NOT REGEXP '(cover)')", =iiame Slze Modified
33 "OR", *7] .Rprofile 232 bytes  May 14, 2014, 4:53 PM
34 "(chief_complaint REGEXP '(Oman)'", @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
35 "AND", = R
22:12 B (Top Level) R Script -

B} = May 20, 2014, 3:57 PM
Console

May 20, 2014, 3:59 PM

@7 MERS defi%’tion].R 3.9 KB

VvV VVVVVVVVY
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Add your username and password

[0 = bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev Phead product tick tick testing >» l <y
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Qlv =~ K] project: (None) ~
(7 biosense_test.R (] MERS_data.r (] MERS_definition1.R Workspace  History
Source on Save Q /-~ ~#Run | % | ¥ Source ~ 1 Load~ | [] Save~ | #*Import Dataset~ ,.’/ Clear All

Llibrary(RMySQL

1
74
3
4
5
6
7

9 USERNAME <- "" I
PASSWORD -
0

Files Plots Packages Help

NAM

12 DBNAM <- "CookCounty_FP" & INew Folder & | Upload @ | Delete | . Rename = {gF More~
13 TABLE <- "CC_Meaningful_Use_Base" 4> Home
14 + Name Size Modified
15 # select your columns here - this is currently all columns *] Rprofile 232 bytes  May 14, 2014, 4:53 PM
16 columns <- paste ("*' -
17 #7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
1 6 (Top Level) = R Script @ R

@7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
Console . o

@7 MERS_definition1.R 3.9 KB May 20, 2014, 3:59 PM

VvV VVVVVVVVY
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Change to the correct database and table for your district
(email BioSenseProgram(@cdc.gov if you don’t know this

Mm bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
@ File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Ql- <~ R] Project: (None) ~
37 biosense_test.R (] MERS_data.r (] MERS_definition1.R Workspace  History
Source onSave = Q /'~ ~#Run | 5% | 9 Source ~ ?Load~ [ Savev | #Import Dataset~ 3 Clear All

1 library(RMySQL)

2

By

4

5

6 redentic

7

8 # change this to be the correct dt re using ind add your user/pw

USERNAME -

10 Files Plots Packages Help
11 HOSTNAME <- "data3.biosen.se" ‘
12 DBNAME <- "CookCounty FP" Y @ |New Folder | & | Upload @  Delete | . Rename G More~
13 TABLE <- "CC_Meaningful_Use_Base" 4> Home
14 + Name Size Modified
151 # select your columns here - this is currently all columns *1 .Rprofile 232 bytes  May 14, 2014, 4:53 PM
16 columns <- paste ("*") )
17 @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
1225 6 (Top Leve) = R Script @ R

@7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
Console . o

@7 MERS_definition1.R 3.9 KB May 20, 2014, 3:59 PM

VvV VVVVVVVVY
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Save file: click on save icon

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Q- - B B R Project: (None) ~

(] MERS_data.r (] MERS_definition1 R Workspace  History
on Save Q /-~ ~®Run | %% | % Source ~ ?Load~ [ Savev | #Import Dataset~ 3 Clear All
CookCounty_FP datab
5
6 Credentials
7
8 change this to be the correct db you're using, and add your user/pw
9 USERNAME <- "jlevyRTI"
10 PASSWORD <- ""
11 HOSTNAME <- "data3.biosen.se"
12 DBNAME <- "CookCounty_FP"
13 TABLE <- "CC_Meaningful_Use_Base" Files Plots Packages Help
1; L our colum , this e 11 columns & INew Folder & | Upload @ | Delete | . Rename = {gF More~
# SeLeCct you coLumns nhere CN1S 1S currentiLy aLL coLumns
16 columns <- paste ("*") 4 Home
17 4 Name Size Modified
18 # Create database connection *7 .Rprofile 232 bytes May 14, 2014, 4:53 PM
;Z con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname-DBNAME ) @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
9:22 € (Top Level) R Script £l R
@7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
Console A S
@7 MERS_definition1.R 3.9 KB May 20, 2014, 3:59 PM

VvV VVVVVVVVY
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Run script: click on “source”

(] MERS_data.r
Q {' -

37 biosense_test.R (7] MERS_definition1.R*

= Source on Save

12 DBNAME -

"CookCounty_FP"
13 TABLE <- "CC_Meaningful_Use_Base"
14
15 # select your columns here this 1s currently all columns
16 columns <- paste ("*")
17
18 # Create database connectior
19 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname-DBNAME )
20
21 query.mers_defl <- paste(
22 "SELECT",
23 columns,
24 "FROM", TABLE,
25 "WHERE",
26 "((chief_complaint REGEXP 'MERS'",
27  "AND",
28 "chief_complaint NOT REGEXP '(remmers|remers|submers|Al+zh*
10:22 | B (Top Level)

Console

VVVVVVVVVY

~= Run

..mers|Emersis|MERSA|immers)')",

R Script

Source ~

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Q- - B B R Project: (None) ~

Workspace  History
P Lload~ [] Savev _ 4 Import Dataset~ 3/ Clear All
alues
e the active document JookCounty_FP"

HOSTNAME "data3.biosen.se"
PASSWORD "

TABLE "CC_Meaningful_Use_Base"
USERNAME "jlevyRTI"

columns e

Files Plots Packages Help

& INew Folder & | Upload @ | Delete | . Rename = {gF More~
/.\ Home
4 Name Size Modified
*7 .Rprofile 232 bytes  May 14, 2014, 4:53 PM
@7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
& R
@7 MERS_data.r 19 KB May 20, 2014, 3:57 PM

@7 MERS_definition1.R 3.9 KB May 20, 2014, 3:59 PM
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Wait ... it can take a while (definition 1 took me
about 13 minutes on the Cook County site)

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » I gy

@ File Edit View Project Workspace Plots Tools Help
-2~ 5 B

7] biosense_test.R 3] MERS_data.r (7] MERS_definition1.R*
= Source on Save Q /- ~#Run % | Source ~
12 DBNAME <- "CookCounty_FP"
13 TABLE <- "CC_Meaningful_Use_Base"
14
15 # select your columns here this is currently all columns
16 columns <- paste ("*"
17
18 # Create database connection
19 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password-=PASSWORD, host=HOSTNAME, dbname-DBNAME)
20
21 query.mers_defl <- paste(
22 "SELECT",

23 columns,

24 "FROM", TABLE,

25 "WHERE",

26 "(Cchief_complaint REGEXP 'MERS'",

27 "AND",

28 "chief_complaint NOT REGEXP '(remmers|remers|submers|Al+zh*. .mers|Emersis|MERSAlimmers)')",

10:22 £ (Top Level) = R Script
Console @

'Cremmers | remers|submers|Al+zh*. .mers|Emersis|MERSA|immers)') OR (chief_complaint REGEXP '(COVIcoronavirus)' AND
chief_complaint NOT REGEXP '(cover)') OR (chief_complaint REGEXP '(Oman)' AND chief_complaint NOT REGEXP

' (Abdoman | Hemotoman | Temporomandibular | trichoman IHypomanialwomanlottoman|otoman)') OR (chief_complaint REGEXP

'(Camel IMiddleEastIMiddle East|Arabian|AbuDhabil|Abu DhabilEgypt|Jordan|Kuwait|Qatar|UAE|IUnited Arab
Emirates|BahrainlIraqlIran|IsraellLebanon|Palestin|SaudilSyrialYemen)')) OR ((clinical_impression REGEXP 'MERS' AND
clinical_impression NOT REGEXP '(remmers|remers|submers|Al+zh*. .mers|Emersis|MERSAIimmers)') OR (clinical_impression
REGEXP '(COVIcoronavirus)' AND clinical_impression NOT REGEXP '(cover)') OR (clinical_impression REGEXP '(Oman)' AND
clinical_impression NOT REGEXP '(Abdoman|Hemotoman|Temporomandifular |trichoman|Hypomanialwomanl|ottomanlotoman)') OR
(clinical_impression REGEXP '(Camel IMiddleEast|Middle East|Arabian|AbuDhabi |Abu

Dhab1i |Egypt|Jordan|Kuwait |Qatar|UAE |United Arab

Workspace  History

jlevy | Sign Out

& Project: (None) ~

" Lload~ [] Savev | #*Import Dataset~ _3’ Clear All
Values
DBNAME "CookCounty_FP"
HOSTNAME "data3.biosen.se"
PASSWORD "
TABLE "CC_Meaningful_Use_Base"
USERNAME "jlevyRTI"
columns e

Files Plots Packages Help
& New Folder & | Upload = @ | Delete

/.\ Home
« Name Size
*7] .Rprofile 232 bytes
@7 biosense_test.R 18.9 KB
&= R
@7 MERS_data.r 19 KB

3] MERS_definition1.R 3.9 KB

. Rename = {3k More~

Modified
May 14, 2014, 4:53 PM
May 20, 2014, 3:20 PM

May 20, 2014, 3:57 PM
May 20, 2014, 3:59 PM
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You may see this message, just click to get rid of it,
then ignore

[0 = bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN  Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » fFF
6 File Edit  View Project Workspace Plots Tools Help jlevy | Sign Out
Ol- - B B & R Project: (None) ~
(3] biosense_test.R ] MERS_data.r (7] MERS_definition1.R* =[]  Workspace History = ]
[ (JSourceonSave | Q /'~ ~%Run %% | “Source v| < Lload~ | [ Save~ | #Import Dataset~ 3 Clear All @
12 DBNAME <- "CookCounty_FP" Data
13 TABLE <- "CC_Meaningful_Use_Base" df .mers_defl 191 obs. of 64 variables $
14 Values
15 # select your columns here this is currently all columns DBNAME "CookCounty_FP"
i? columns <- paste ("*") HOSTNAME "data3.biosen.se"
18 # Create database connection PASSWORD J1558904
19 con <- dbConnect(dbDriver("MySQL"), user-USERNAME, password-PASSWORD, host=HOSTNAME, dbname-DBNAME) TABLE "CC_Meaningful_Use_Base"
20 = e p——
21 query.mers_defl <- paste( Files Plots Packages Help = ]

Error Saving File
= i | New Folder | & | Upload @ | Delete | .['Rename 4Gk More~ (&

23 columns, ~
24  "FROM", TABLE, @ Status code 502 returned L {a} Home

25 "WHERE", 4 Name Size Modified
26 "((chief_complaint REGEXP "MERS'", oK #1 .Rprofile 232 bytes May 14, 2014, 4:53 PM
4 ‘,AN[.) ’ . @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
28 chief_complaint NOT REGEXP '(remmers|remers|submers | susznmmmenspemensesMensamemmensymymy -
22:12 | €3 (Top Level) * R Script + & R

@7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
Console = 3 S

@7 MERS_definition1.R 3.9 KB May 20, 2014, 4:13 PM

clinical_impression NOT REGEXP '(remmers|remers|submers|Al+zh*..mers|Emersis|MERSAIimmers)') OR (clinical_impression
REGEXP '(COVIcoronavirus)' AND clinical_impression NOT REGEXP '(cover)') OR (clinical_impression REGEXP '(Oman)' AND
clinical_impression NOT REGEXP '(Abdoman|Hemotoman|Temporomandibular |trichoman|Hypomanialwoman|ottomanlotoman)') OR
(clinical_impression REGEXP '(Camel IMiddleEast|Middle East|Arabian|AbuDhabi |Abu
Dhab1i |Egypt|Jordan|Kuwait |Qatar|UAE |United Arab
Emirates|BahrainlIraqlIran|IsraellLebanon|Palestin|SaudilSyrialYemen)')) ;"
Error in charToDate(x) : R

character string is not in a standard unambiguous format
In addition: Warning message:
In mysqlExecStatement(conn, statement, ...) :
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When it’s done running, you should see a .csv file on

the right

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
@ File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Qlv =~ K] project: (None) ~
37 biosense_test.R (] MERS_data.r (] MERS_definition1.R Workspace  History
Source onSave = & /-~ ~#®Run | [5% Source ~ Load~ =[] Save~ |+ Import Dataset~ 3 Clear All
78 aggregate Data -
79 defl_aggregated<-aggregate(df.mers_defl, by-list(df.mers_def1$Unique_Visiting_ID), c) defl_aggregated 129 obs. of 65 variables
80 # it split cells into lists, need to get unique elements defl_processed 129 obs. of 65 variables
81 defl_processed<-data.frame(matrix(nrow=nrow(defl_aggregated), ncol=ncol(defl_aggregated))) df .mers_defl 191 obs. of 64 variables
82 colnames(defl_processed)<-colnames(defl_aggregated) Values
83 for (x 1n71‘nrow defl_aggregated)) f{ DBNAME “CookCounty_FP"
84 for (y in 1l:ncol(defl_aggregated . - .
85 defl_processed[x,y]-paste(unique(def1_aggregated[,y][[x]]),collapse="," HOSTNAME data3.biosen.se
36 i e
87 } Files Plots Packages Help
gg 7 s0 de chehobd T the data are CAte CrjNew Folder | @] Upload | @ | Delete | ./ Rename | 4Gk More~
n L \ W1t
90 /.\ Home
91 # save to file 4 Name Size Modified
92 write.csv(defl_processed, file="MERS_definitionl.csv", row.names=FALSE) *7 .Rprofile 232 bytes May 14, 2014, 4:53 PM
93 @7 biosense_test.R 18.9KB  May 20, 2014, 3:20 PM
94
94:1 £ (Top Level) 3 R Script =T MERS_data.r May 20, 2014, 3:57 PM
@7 MERS_definition1.R 3.9 KB May 20, 2014, 4:16 PM
Console
+ defl_processed i; - aste(unique(defl_aggregated[, X ,collapse=","
+ } P x.yl=p ( queC ggreg L.yILLID P ) | MERS definition].gsv 89.8 KB May 20, 2014, 4:17 PM
+ }

> # so defl_processed contains de-duplicated data with non-unique values, but because some of the data are
concatenated with a comma, all the cells are text
> # defl_aggregated has the collapsed cells in lists, which can be really annoying to work with

# save to file
write.csv(defl_processed, file="MERS_definitionl.csv", row.names=FALSE)

vV vV VvV
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Download the .csv: check the file

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Ql~| =~ R] Project: (None) ~
37 biosense_test.R (] MERS_data.r (] MERS_definition1.R Workspace  History
Source onSave = Q /'~ ~#Run | 5% | 9 Source ~ ?Load~ [ Savev | #Import Dataset~ 3 Clear All
o CUTIVET T UUTE TTETUS (U UULE Cype curTencry (5 TS UL UUCE TTETUS; TeMuve UNes ChutT yuu urern ¢ CuR g o
61 df.mers_defliMessage_Date_Time <- as.Date(df.mers_defliMessage_Date_Time) Dara .
62 df.mers_deflsVisit_Date_Time <- as.Date(df.mers_deflsVisit_Date_Time defl_aggregated 129 obs. of 65 variables
63 df.mers_defliDiagnosis_Date_Time <- as.Date(df.mers_defl$Diagnosis_Date_Time) defl_processed 129 obs. of 65 variables
64 df .mers_deflSProcedure_Date_Time <- as.Date(df.mers_deflSProcedure_Date_Time) df .mers_defl 191 obs. of 64 variables
65 df.mers_defliDate_Created <- as.Date(df.mers_defliDate_Created) Values
66 df.mers_defl?Observatlon_Date_Tlme <- as.Date df.mgrs_def1w0bservat10n_Date_T1me» DBNAME "CookCounty_FP"
67 df.mers_defliDate_of_Onset <- as.Date(df.mers_defl$Date_of_Onset .
HOSTNAME "data3.biosen.se"

68 df.mers_deflSDeath_Date_Time <- as.Date(df.mers_deflSDeath_Date_Time

69 df.mers_deflSEarliest_Date_Time <- as.Date(df.mers_deflSEarliest_Date_Time
70 df.mers_deflSAdmit_Date_Time <- as.Date(df.mers_deflSAdmit_Date_Time Files Plots Packages Help
71 df.mers_deflSEvent_Date_Time <- as.Date(df.mers_deflSEvent_Date_Time

72 df .mers_deflSReport_Date_Time <- as.Date(df.mers_deflSReport_Date_Time)

& INew Folder & | Upload @ | Delete | . Rename = {gF More~

Fas
73 df.mers_deflsDisposition_Date_Time <- as.Date(df.mers_defl$Disposition_Date_Time) sigtiome
74 « Name Size Modified
75 dbDisconnect(con) *7 .Rprofile 232 bytes May 14, 2014, 4:53 PM
e @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
77 # aaggregate .
76:1 | € (Top Level) 2 R Script @7 MERS_data.r 19 KB May 20, 2014, 3:57 PM
@7 MERS_definition1.R 3.8 KB May 20, 2014, 4:19 PM
Console < R

colnames(defl_processed)<-colnames(defl_aggregated
g (deflp X< ¢ ggregated) RS_definitionl.csv 87.5 KB May 20, 2014, 4:20 PM
> for (x in 1l:nrow(defl_aggregated)) {
+ for (y in 1l:ncol(defl_aggregated)) {
+ defl_processed[x,y]=paste(unique(defl_aggregated[,y][[x]]),collapse .... [TRUNCATED]

> # so defl_processed contains de-duplicated data with non-unique values, but because some of the data are
concatenated with a comma, all the cells ar .... [TRUNCATED]

Warning message:

In mysqlExecStatement(conn, statement, ...) :
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Download the .csv: click More

37 biosense_test.R (] MERS_data.r

Source onSave = Q /'~
G

(o173 CoTTVeT uuce [(CLUS CU WuLE YT CUTTEITCLy (5 T3 ULl Uuce T Lt

(3] MERS _definition1.R

CUs, T Emuve

~= Run

o you urer

o9

61 df.mers_defliMessage_Date_Time <- as.Date(df.mers_defliMessage_Date_Time)

62 df.mers_deflsVisit_Date_Time <- as.Date(df.mers_deflsVisit_Date_Time

63 df.mers_defliDiagnosis_Date_Time <- as.Date(df.mers_defl$Diagnosis_Date_Time)

64 df .mers_deflSProcedure_Date_Time <- as.Date(df.mers_deflSProcedure_Date_Time)

65 df.mers_defliDate_Created <- as.Date(df.mers_defliDate_Created)

66 df.mers_deflsObservation_Date_Time <- as.Date(df.mers_defliObservation_Date_Time)
67 df.mers_deflsDate_of_Onset <- as.Date(df.mers_defl$Date_of_Onset

68 df.mers_deflSDeath_Date_Time <- as.Date(df.mers_deflSDeath_Date_Time

69 df.mers_deflSEarliest_Date_Time <- as.Date(df.mers_deflSEarliest_Date_Time

70 df.mers_deflSAdmit_Date_Time <- as.Date(df.mers_deflSAdmit_Date_Time

71 df.mers_deflSEvent_Date_Time <- as.Date(df.mers_deflSEvent_Date_Time

72 df .mers_deflSReport_Date_Time <- as.Date(df.mers_deflSReport_Date_Time)

73 df.mers_defliDisposition_Date_Time <- as.Date(df.mers_defliDisposition_Date_Time)
74

75 dbDisconnect(con)

76

77 # aggregate

76:1 £ (Top Level)

Console

> colnames(defl_processed)<-colnames(defl_aggregated)

> for (x in 1l:nrow(defl_aggregated)) {
+ for (y in 1l:ncol(defl_aggregated)) {

+ defl_processed[x,y]=paste(unique(defl_aggregated[,y][[x]]),collapse ....

[TRUNCATED]

Source ~

UKy o

R Script

> # so defl_processed contains de-duplicated data with non-unique values, but because some of the data are

concatenated with a comma, all the cells ar .
Warning message:
In mysqlExecStatement(conn, statement, ...) :

... [TRUNCATED]

Workspace  History
P Lload~ [] Savev _ 4 Import Dataset~
Data

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Ql~| =~ R] Project: (None) ~

¥ Clear All

defl_aggregated 129 obs. of 65 variables

defl_processed 129 obs.

df .mers_defl 191 obs.

Values

DBNAME "CookCounty_FP"
HOSTNAME "data3.biosen.se"
Files Plots Packages Help

@ |New Folder | & | Upload =@ | Delete

/.\ Home
4 Name Size
*7 .Rprofile 232 bytes
@7 biosense_test.R 18.9 KB
@7 MERS_data.r 19 KB
@7 MERS_definition1.R 3.8 KB
&= R

~

| MERS_definitionl.csv 87.5 KB

of 65 variables
of 64 variables

" Rena

Modified
May 14,
May 20,
May 20,
May 20,

2014, 4:53 PM

2014, 3:20 PM
2014, 3:57 PM
2014, 4:19 PM

May 20, 2014, 4:20 PM
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(] MERS_data.r
Source onSave = Q /'~

vu COTTVET T UaTe T TETUS TU Ut te Ty pe currencry

61 df.mers_defliMessage_Date_Time

62 .mers_deflsVisit_Date_Time

63 .mers_defliSDiagnosis_Date_Time

64 .mers_deflSProcedure_Date_Time

65 .mers_defliDate_Created

66 .mers_defliObservation_Date_Time -

67 .mers_defliDate_of_Onset

68 .mers_defliDeath_Date_Time

69 .mers_deflSEarliest_Date_Time

70 .mers_deflSAdmit_Date_Time

71 df.mers_deflSEvent_Date_Time

72 df .mers_deflSReport_Date_Time

73 df.mers_defliSDisposition_Date_Time

74

75 dbDisconnect(con)

76

77 # aggregate

76:1

37 biosense_test.R (3] MERS _definition1.R

Console

> colnames(defl_processed)<-colnames(defl_aggregated)

> for (x in 1l:nrow(defl_aggregated)) {
+ for (y in 1l:ncol(defl_aggregated)) {

+ defl_processed[x,y]=paste(unique(defl_aggregated[,y][[x]]),collapse ....

as.Date(df.mers_defliMessage_Date_Time)
as.Date(df .mers_deflsVisit_Date_Time
as.Date(df.mers_defliDiagnosis_Date_Time)
as.Date(df.mers_defl$Procedure_Date_Time)
as.Date(df .mers_defliDate_Created)
as.Date(df.mers_defl30bservation_Date_Time)
as.Date(df .mers_defliDate_of_Onset

as.Date(df .mers_defliDeath_Date_Time
as.Date(df .mers_defl3Earliest_Date_Time
as.Date(df .mers_deflSAdmit_Date_Time
as.Date(df .mers_deflSEvent_Date_Time
as.Date(df.mers_deflSReport_Date_Time)
as.Date(df.mers_defliDisposition_Date_Time)

[US, TemUve Ornes T

~= Run

you urer

o9

[TRUNCATED]

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » l sy
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Ql~| =~ R] Project: (None) ~

Workspace  History
Source ~ P load~ [-] Save~ 4 Import Dataset~ 3 Clear All
SRR Data
defl_aggregated 129 obs. of 65 variables
defl_processed 129 obs. of 65 variables
df .mers_defl 191 obs. of 64 variables
Values
DBNAME "CookCounty_FP"
HOSTNAME "data3.biosen.se"
Files Plots Packages Help
@ | New Folder = & | Upload =@ | Delete | ."Rename = 4Gk More~
& Home Copy...
4 Name
*7 .Rprofile i3 PM
@7 biosense_test.R 10 PM
R Script 2] MERS_data.r port selected files é;fgiders
@7 MERS_definition1.R™378'KB May 20, 2074, 2:19 PM
&= R

~ | MERS_definition1.csv 87.5 KB May 20, 2014, 4:20 PM

> # so defl_processed contains de-duplicated data with non-unique values, but because some of the data are

concatenated with a comma, all the cells ar .
Warning message:
In mysqlExecStatement(conn, statement, ...) :

... [TRUNCATED]
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Download .csv

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » ¥
File Edit  View Project Workspace Plots Tools Help jlevy | Sign Out
Ql-| &~ = R Project: (None) ~
(3] biosense_test.R ] MERS_data.r (] MERS_definition1.R =[]  Workspace History = ]
() Source on Save Q 7~ ~®Run | %% | #Source v| < Lloadv [ Savev | #*Import Dataset~ ¥ Clear All @
VU # CUNVET T GUCE TIELUS (U UULe Cype CUTTENCLy OIS S ULL UUCE TLELUS; TEMUVe UMES ChUC yuu Gr e C CORTng T ¢

Data

61 df.mers_defliMessage_Date_Time <- as.Date(df.mers_defliMessage_Date_Time) .
defl_aggregated 129 obs. of 65 variables

62 df.mers_deflSVisit_Date_Time <- as.Date(df.mers_defls$Visit_Date_Time)

63 df.mers_deflSDiagnosis_Date_Time <- as.Date(df.mers_defl$Diagnosis_Date_Time) defl_processed 129 obs. of 65 variables ]
64 df.mers_deflSProcedure_Date_Time <- as.Date(df.mers_defl$SProcedure_Date_Time) df .mers_defl 191 obs. of 64 variables 7
65 df.mers_deflSDate_Created <- as.Date(df.mers_defl$Date_Created) Values
66 df.mers_defl%Observatlon_Date_Tlme < as‘Date(df.mgrs_defl$0bseryat10n_Date_T1me) DBNAME "CookCounty_FP"
67 df.mers_deflSDate_of _Onset <- as.Date(df.mers_defl$SDate_of_Onset) " . "
68 df.mers_deflSDeath_Date_Time <- as.Date(df.mers_deflSDeath_Date Tima) HOSTNAME data3.biosen.se
69 df.mers_deflSEarliest_Date_Time <- as.Date(df.mers_defl$Ear Export Files Tttt temTTe
70 df.mers_deflSAdmit_Date_Time <- as.Date(df.mers_deflSAdmit_ Files Plots Packages Help —O
71 df.mers_deflSEvent_Date_Time <- as.Date(df.mers_deflSEvent_ The selected file(s) will be exported and & |New Folder | & | Upload | @ | Delete | ./ Rename = G More~ (&
72 df.mers_deflSReport_Date_Time <- as.Date(df.mers_deflSRepor downloaded to your computer. Please specify a O~ n
73 df.mers_def1$Disposition_Date_Time <- as.Date(df.mers_defl§ name for the downloaded file: = i} Fome
74 — 4 Name Size Modified
MERS_definition1.csv 5 §
75 dbDisconnect(con) ] .Rprofile 232 bytes May 14, 2014, 4:53 PM
1z @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
77 # aggregate Download Cancel &
7601 (Top Level) * L3 | S— _ JScript ] MERS_data.r 19 KB May 20, 2014, 3:57 PM
B — @7 MERS_definition].R 3.8 KB May 20, 2014, 4:19 PM
Console =] —
@ R
colnames(defl_processed)<-colnames(defl_aggregated
g (deflp X< ¢ ggregated) @ (7] MERS_definitionl.csv 87.5 KB May 20, 2014, 4:20 PM
> for (x in 1l:nrow(defl_aggregated)) {
+ for (y in 1l:ncol(defl_aggregated)) {
+ defl_processed[x,y]=paste(unique(defl_aggregated[,y][[x]]),collapse .... [TRUNCATED]

> # so defl_processed contains de-duplicated data with non-unique values, but because some of the data are
concatenated with a comma, all the cells ar .... [TRUNCATED]

Warning message:

In mysqlExecStatement(conn, statement, ...) :
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Open in excel

EAVORITES Name Eepair time machine Phead Dev Phead product tick tick testing BBC Radio 1
d e

= . o Untitled - ]
= All My Files | MERS_definition1-2.csv E i

[
@ A; r| MERS_data.r
" AirDrop =

[ ] MERS_definitipal.csv

#; Applications " sequence.txt

[=2] Desktop | sequence-2.fasta
sequence-2.asnl

| sequence.fasta

" sequence.asnl

@] Documents

DEVICES « 1471-2164-9-274-S1.pdf
| backup A « 1471-2164-9-274-S2.pdf
= » [ ] biopax
| Untitled =

" homo_sapiens.2.sbml
SHARED | homo_sapiens.interactions.txt
= L] Jjacobcooley.com.pdf
— ®  AutoSave_FREEDOMTOWERFACADE.skp
TAGS % FREEDOMTOWERFACADE.skp
% FREEDOMTOWERFACADE~.skp
a Silverlight-3.dmg
instruments T8 1471-2164-11-419-513.ppt
@ Red ¥ gml-documentation-2.tar
. RTI-024211 » (1| Users » 4> joshlevy » (] Downloads » ' MERS_definitionl.csv

mechanization of a...
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Final file

| A Home Layout Tables Charts SmartArt
Edit Font
= _ |&| Fill v ' |Calibri (Body) v|12 |v|| A~ A~
paste (A Cearv | B| T | U |ciiv| (|7 A
Al = Jfx| Group.1
_J A B C D E

.0 |Group.1 _ |Row_Numbe Date_Create: Updated_Vis Update_Date Patient_Mes Stage
2 |CC_ILABMER 1859729 6/2/13 0 0000-00-00 (
3 |CC_ILABMER #EREEERRRE 6/1/13 0 0000-00-00 (
4 |CC_ILABMER #EREERRREY 1/27/14 0 0000-00-00 (
5 |CC_ILABMER #8#BRERERR 6/25/13 0 0000-00-00 (
6 |CC_ILABMER 367444 5/30/13 0 0000-00-00 (
7 |CC_ILABMER 2218936 6/2/13 0 0000-00-00 (
8 |CC_ILABMER 2376833 6/2/13 0 0000-00-00 (
9 |CC_ILABMER #BRu8885: 6/2/13 0 0000-00-00 (
10 |CC_ILABMER 4750042 12/18/13 0 0000-00-00 (
11 |CC_ILABMER #su888558 6/1/13 0 0000-00-00 (
12 |CC_ILABMER ###aa88858 2013-07-17,2 0 0000-00-00 (
13 |CC_ILABMER 2254166 6/2/13 0 0000-00-00 (
14 |CC_ILABMER 2018045 6/2/13 0 0000-00-00 (
15 |CC_ILABMER 1923656 6/2/13 0 0000-00-00 (
16 |CC_ILABMER 2319561 6/2/13 0 0000-00-00 (
17 |CC_ILABMER 683014 5/31/13 0 0000-00-00 (
18 |CC_ILABMER 1787407 6/2/13 0 0000-00-00 (
19 |CC_ILABMER #EREREREHE 6/1/13 0 0000-00-00 (
20 |CC_ILABMER ##f##ERRRR 2013-09-23,2 0 0000-00-00 (
21 | CC_ILABMER #HRREHERRR 6/1/13 0 0000-00-00 (
22 | CC_ILABMER ###BREEEER 5/31/13 0 0000-00-00 (
23 | CC_ILABMER #ERREEERRR 6/3/13 0 0000-00-00 (
24 |CC_ILABMER #ffsERRRR 2013-09-27,2 0 0000-00-00 (
25 |CC_ILABMER 4764886 12/18/13 0 0000-00-00 (
26 |CC_ILABMER #ERBRERRAH 6/3/13 0 0000-00-00 (
27 |CC_ILABMER 615208 5/31/13 0 0000-00-00 (
28 |CC_ILABMER #ERBRERRRH 6/2/13 0 0000-00-00 (
29 | CC_ILABMER #HRREEERER 6/2/13 0 0000-00-00 (
30 |CC_ILABMER 618222 5/31/13 0 0000-00-00 (
31 CC_ILABMER ##RRHEERER 6/2/13 0 0000-00-00 (
32 |CC_ILABMER 4502934 12/18/13 0 0000-00-00 (
33 |CC_ILABMER #nnnsfifinas  12/18/13 0 0000-00-00 (
34 CC_ILABMER 3067153 6/12/13 0 0000-00-00 (
35 [CC ILABMER ###BHEEERS 1/22/14 0/ 0000-00-00 (

F

1 1986518
‘{::1 HERRRRRRRR
1 HERRERRERR
1 HERRERRRRR

1 367312
1 2346210
1 2504352
1 HERRERERER
1 5208336

1 HRERRRRRRR
1 HRRRERRRAR

1 2381581
1 2145496
1 2051095
1 2446898
1 682613
1 1514779

1 HRRRERRRRR
1 HRRRRRRERR
1 HRRRERRRRR
1 HRERRRRRRR
1 HRRREERERR
1 HRRRRRRRRR

1 5183486
1 HERRERRARR
1 618948

1 HERRERRERR
1 HRRRERRRRR
1 618668
1 HERRERERER
1 5321134
1 HRRRRRRRRR
1 3194378
1 HERRERERER

Formulas Data Review
Alignment
== == abcv | = Wrap Text v
=]=) (ZE[3E] [ Mere
G H

ILCC_2013-0 NA
ILCC_2012-1.NA
ILCC_2014-0 NA
ILCC_2013-0 NA
ILCC_2012-0' NA
ILCC_2013-0. NA
ILCC_2013-0. NA
ILCC_2012-1.NA
ILCC_2013-1INA
ILCC_2012-1 NA
ILCC_2013-0'NA
ILCC_2013-0.NA
ILCC_2013-0 NA
ILCC_2013-0 NA
ILCC_2013-0. NA
ILCC_2012-0: NA
ILCC_2012-1.NA
ILCC_2012-1.NA
ILCC_2013-0' NA
ILCC_2012-1INA
ILCC_2012-0: NA
ILCC_2013-0: NA
ILCC_2013-0' NA
ILCC_2013-1INA
ILCC_2013-0:NA
ILCC_2012-0: NA
ILCC_2013-0. NA
ILCC_2012-1.NA
ILCC_2012-0: NA
ILCC_2013-0. NA
ILCC_2013-1 NA
ILCC_2013-1 NA
ILCC_2013-01 NA
ILCC 2014-0 NA

Ceneral

v %

NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA
NA

Number

i Conditional
Formatting

K L M
12/31/12 12/31/12 NA
12/17/12 12/17/12 NA
1/26/14 1/26/14 NA
6/17/13 6/17/13 NA
6/30/12 6/30/12 NA
2/17/13 2/17/13 NA
3/11/13 3/11/13 NA
12/22/12  12/22/12 NA
10/30/13 10/30/13 NA
11/21/12 11/21/12 NA
7/16/13 7/16/13 NA
2/22/13 2/22/13 NA
1/20/13 1/20/13 NA
1/9/13 1/9/13 NA
3/3/13 3/3/13 NA
8/12/12 8/12/12 NA
12/22/12 12/22/12 NA
12/13/12 12/13/12 NA
9/20/13 9/20/13 NA
10/5/12 10/5/12 NA
8/30/12 8/30/12 NA
5/9/13 5/9/13 NA
9/26/13 9/26/13 NA
10/27/13 10/27/13 NA
5/13/13 5/13/13 NA
8/4/12 8/4/12 NA
4/4/13 4/4/13 NA
12/18/12 12/18/12 NA
8/4/12 8/4/12 NA
2/15/13 2/15/13 NA
11/15/13 11/15/13 NA
11/14/13 11/14/13 NA
6/12/13 6/12/13 NA
1/21/14 1/21/14 NA

Format

Normal

Bad

N

1/1/13 NA
12/18/12 NA
2014-01-26,2 NA
6/18/13 NA
7/1/12 NA
2/18/13 NA
3/12/13 NA
12/23/12 NA
10/31/13 NA
11/21/12 NA
7/17/13 NA
2/22/13 NA
1/21/13 NA
1/9/13 NA
3/4/13 NA
8/12/12 NA
12/23/12 NA
2012-12-13,2NA
9/20/13 NA
10/6/12 NA
2012-08-30,2 NA
5/10/13 NA
9/26/13 NA
10/28/13 NA
5/14/13 NA
8/6/12 NA
4/5/13 NA
12/19/12 NA
8/6/12 NA
2/16/13 NA
11/18/13 NA
11/15/13 NA
6/12/13 NA
1/22/14 NA

Cells
e ﬁu v -
V| EB 21!
Insert Delete  Format
o P Q

CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC_ILABMER ILABMERCC
CC ILABMER ILABMERCC

Themes

rm) as
Aad, @m”
iman

Themes Ad~

R

Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA
Alexian Brott NA

v

_1_Rov Source_Filen Feed_Name Channel_Nar Earliest_Date Admit_Date_ Event_Date_ Message_Da Observation_ Unique_Visit Facility|D_UL Facility_Nam Facility_Stre¢



BloSense ZD

Public Health Surveillance Through Collabora
https://bios

Running concurrent MERS definition queries
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You can also run all of the MERS definitions
concurrently in Rstudio to save time

O Make sure you have uploaded the R scripts to Rstudio
Q0 In the bottom window, enter the command:

system("Rscript -e 'source (\"MERS definitionl.R\")'", wait=FALSE)

0 (See next slide for screenshot)

0 Repeat for as many of the 5 definitions as you want to run
at one time, changing the name of the command to match
the definition
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Enter the command at the prompt in the lower left

hand window

bbcrl Food Trucks Apple ¥ nytimes Doctor Who News Tar Heel Times NC Bball Blog ESPN Keeping It Heel repair time machine Phead Dev Phead product tick tick testing » I+‘
File Edit View Project Workspace Plots Tools Help jlevy | Sign Out
Qv -~ R Project: (None) ~
7] biosense_test.R 7 .Rhistory Workspace  History
Q # [ @ ToConsole | =@ToSource @ 3
97 columns <- paste ("*") system("Rscript -e 'source(\"MERS_definition3.R\")'",
98 # Create database connection wait=FALSE)
99 con <- dbConnect(dbDriver("MySQL"), user=USERNAME, password=PASSWORD, host=HOSTNAME, dbname=DBNAME) system("Rscript -e 'source(\"MERS_definition4.R\")'", W..
100 query.mers_defl <- paste(
101 "SELECT", Files Plots Packages Help
102 columns, | New Fold. Upload | @ | Delet: "R & M
103 "FROM", TABLE, J\/\ew older . ploa: A elete | ¢ ename f ore
104 "WHERE", i} Home
105 # chief_complaint field Name Size v Modified
LT F—— T R R History | MERS_definition4.csv 944.6 KB May 23, 2014, 2:31 PM
| MERS_definition5.csv 21.3 KB May 23, 2014, 2:28 PM
Console
B A A A ‘ | MERS_definition2.csv 46.5 KB May 23, 2014, 2:24 PM
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"(079[.period.]1*821480[.period.]*3IVO1[.period.]*82IB34[.period.]1*21B97[ .period.1*211J12[.period.]*81IU0O[ . hyphen.]*U | MERS_definition1.csv 87.5 KB May 23, 2014, 2:24 PM
3" @7 MERS_definitionS.R 2.7 KB May 23, 2014, 2:16 PM
Error in as.Date.default(df.mers_def3SMessage_Date_Time) : @7 MERS_definition4.R 5.8 KB May 23, 2014, 2:16 PM
do not know how to convert 'df.mers_def3SMessage_Date_Time' to class "Date" & o
Calls: source ... eval.with.vis -> eval.with.vis -> as.Date -> as.Date.default 2] MERS_definition3.R 4.6 KB May 23, 2014, 2:16 PM
In addition: Warning message: @7 MERS_definition2.R 3.3 KB May 23, 2014, 2:16 PM
In mysqlExecStatement(conn, statement, ...) : . . @9 MERS_definitionl.R 3.9 kB May 23, 2014, 2:16 PM
RS-DBI driver warning: (unrecognized MySQL field type 7 in column 1 imported as character) )
Execution halted Y71 .Rhistory 20.6 KB Xﬁy 23,2014, 11:53
Warning message: S
In mysqlExecStatement(conn, statement, ...) : 1 MERS_data.r 19 KB May 20, 2014, 3:57 PM
RS-DBI driver warning: (unrecognized MySQL field type 7 in column 1 imported as character) @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
Warning message: 3 i
] .Rprofile 232 byt May 14, 2014, 4:53 PM
In mysqlExecSta choromant e profi vies ay
. river warning: (unrecognized MySQL field type 7 in co rted as character) 1l Defl
< > )
= — = R
>
> system("Rscript -e 'source(\"MERS_definition5.R\")'", wait=FALSE)
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3" @7 MERS_definitionS.R 2.7 KB May 23, 2014, 2:16 PM
Error in as.Date.default(df.mers_def3SMessage_Date_Time) : @7 MERS_definition4.R 5.8 KB May 23, 2014, 2:16 PM
do not know how to convert 'df.mers_def3SMessage_Date_Time' to class "Date" & o
Calls: source ... eval.with.vis -> eval.with.vis -> as.Date -> as.Date.default 2] MERS_definition3.R 4.6 KB May 23, 2014, 2:16 PM
In addition: Warning message: @7 MERS_definition2.R 3.3 KB May 23, 2014, 2:16 PM
In mysqlExecStatement(conn, statement, ...) : , _ @7 MERS_definition].R 3.9 KB May 23, 2014, 2:16 PM
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Execution halted Y71 .Rhistory 20.6 KB Xﬁy 23,2014, 11:53
Warning message: S
In mysqlExecStatement(conn, statement, ...) : 1 MERS_data.r 19 KB May 20, 2014, 3:57 PM
RS-DBI driver warning: (unrecognized MySQL field type 7 in column 1 imported as character) @7 biosense_test.R 18.9 KB May 20, 2014, 3:20 PM
Warning message: 3 i
] .Rprofile 232 byt May 14, 2014, 4:53 PM
In mysqlExecStatement(conn, statement, ...) : profi vies ay
RS-DBI driver warning: (unrecognized MySQL field type 7 in column 1 imported as character) 1 Defl
> 1l Def2
>
= R
>
> system("Rscript -e 'source(\"MERS_definition5.R\")'", wait=FALSE)



